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NEPINAHWH

MoAA& onuavtika dedopéva otn BloAoyia atroteAouvial aTTd €KATOVTADEG, QKOO Kal
XINGOeG pepovwpéva atroteAéopaTa. H UtTapén autou Tou TEPACTIOU OYKOU OEBOUEVWV
atmraitei TEPICOOTEPA  UTTOAOYIOTIKG €pyaAgia Ta oTtroia Ba xpnolgotroinBouv yia Tnv
emegepyaoia Twv dedopEvwy. O1 KIVNTEG OUOKEUEG gival €va auavOueva OnNUAVTIKO
epyaAeio otnv KaBnUePIVA Cwr) TWV ETTIOCTANOVWY Kal d. To TTponyuévo UANIKO Kal AOYIOUIKO
TOUG, KOBWG Kal TO YeEYOVOG OTI TTPOKEITAI YIA POPNTEG OUOKEUEG, KABIOTA TOUG ETTIOTHOVEG
IKOVOUG va OAANAETTIOPOUV PE TTOAUTTAOKO Oedopéva o ouveEDPIa Kal AAAEG TOTTOBETiEG
Makpid atrd 10 Bacikd oTaBepd UTTOAOYIOTIKG TOUG TTEPIBAAAOV. ZKOTTOG QUTAG TNG EPYOCiag
gival n avamrtu¢n uiag BioAoyikAG e@apuoyng yia Kivntd, T6o0 yia I0S 6co kai yia Android.
2UYKEKPIUEVA, Ol XPNOTEG QUTAG TNG €QAPUOYNSG UTTOPOUV va avalnTrijoouv OTTOIOOATTOTE
avlpwTmivo yovidlo, TO OToi0 avagépetal 0€  PIOAOYIKEG ONPOOIEUCEIS KAl PACEIG
dedopEVWY, Kal va BPouv TTANPOPOPIES YIa TNV TTEPIYPAPN AEITOUPYIOG TOU, TO PAPHAKA PE
Ta oTToia AAANAETIOPA KOBWG Kal yia TN AEITOUPYIKOTATA KAl TIG ACOEVEIEG PE TIG OTTOIEG
ouoxeTtiCetal. H 1pdkAnon oTnv avatrtuén TnG OUYKEKPIUEVNG E€QAPUOYNG NTAvV va
EmTEUXOEi pia 100ppoTTia avdpeoa oTnv ammoBnkeuon Twv OedOUEVWV TOTTIKA OTNV
EQapUOYR Kal OoTNV atrdkKTNon TOU TTEPIEXOMEVOU OUVOUIKG PEOW MIag oUvOEONG OTO
ivTEPVET. AUTO ETTITEUXBNKE PE TNV KATAOKEUN Miag BIAXEIPIOTIKAG 10TOOEAIDAG PHECW TNG
oTToiag Ta VEQ DEDOEVA OUYXPOVICOVTaI KAl YIVETAI N EVANEPWON TG EQAPHOYNAG.

OEMATIKH NMEPIOXH: YtroAoyioTikr) BioAoyia

AEZEIZ KAEIAIA: yovidia, @apuaka, acBEVeIES, EQAPPOYEG, BIOTTANPOPOPIKT)



ABSTRACT

Many important data in current biological science comprise hundreds, or even thousands of
individual results. Due to the existence of these massive data there is the requirement of
more computational tools to navigate in this ocean of data andeffectively interact with the
content.Mobile devices are an increasingly important tool in the everyday lives of scientists
andnon-scientists alike. Their advanced hardware and software, as well as their portability,
make scientists capable of interacting with complex data at meetings or other locations
remote from their main computing environment. This study is about the development of a
biological mobile application, for both IOS and android platforms. In particular, the users of
this application can look up any humangene commonly referenced in biological
publications and databases, and find information about its description summary, the drugs
that it is associated with as well as all its functional annotations and diseases.The
challenge in this application’s development was to manage a balance between storing
content locally within the app vs. obtaining it dynamically via a network connection. This
was succeeded with the construction of an administrative site where new data are curated
and synchronized with the application.
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